A bioinformatics approach identified a paralogue of STRA6, which has 18% identity at the protein level in mouse (STRA6.2) and also conserves many of the residues mutated in PDAC cases. Stra6.2 was found to have orthologues in diverse species, including Trichoplax adhaerens. Stra6.2 is well conserved amongst mammals, however, the gene has been split across the chromosome in great apes resulting in a functional C-terminus and a pseudogenised N-terminus with an associated break in synteny.
Expression analysis in humans, however, confirms that mRNA from this truncated gene is expressed in tissues from the adult, and compare our data to the remaining arthropod groups. We assume that differences in axonal path finding correlate with changes in the expression of guidance cues or axonal markers.
We expect that our data will uncover conserved features and evolutionary modifications in axonal path finding within the arthropods and contribute to the resolution of arthropod phylogeny. 
